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reconstruction
Florent Murat1†, Alexandra Louis2,3,4†, Florian Maumus5†, Alex Armero1, Richard Cook6, Hadi Quesneville5,
Hugues Roest Crollius2,3,4 and Jerome Salse1*After the publication of this work [1] an error was
noticed in Figure 1. There was an extra blue bar added
in panel a in the bottom row far left. The corrected
Figure 1 has now been updated in the original article.
The publisher apologises for this error.
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